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publication to appear in Summer 2014.

2) Alain B. Tchagang, Fazel Famili and Youlian Pan. Subspace clustering of DNA Microarray Data:
Theory, Evaluation, and Applications. International Journal of Computational Models and
Algorithms in Medicine, 2014.



7)

8)

9

-2-

Alain B. Tchagang, Sieu Phan, F. Famili, and Youlian Pan (2011). “Mining biological
information from 3D short time-series gene expression data: the OPTricluster algorithm”.
BMC Bioinformatics, 2012 13:54 (17 pages).
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Alain B. Tchagang, Sieu Phan, Fazel Famili, Adrian J. Cutler and Jitao Zou and Youlian Pan.
A Generic Model of Transcriptional Regulatory Networks: Application to Plants under Abiotic
Stress. 2013 IEEE International Workshop on Genomic Signal Processing and Statistics.
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19) Pena-Castillo L , Phan, S. and Famili, F. An integrated bioinformatics approach for
knowledge discovery, , IIT revolutions conf, Venice, Dec 18 2008. (6 pages)
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23) Kiritchenko, S., Matwin, S., Famili, A.. "Hierarchical Text Categorization as a Tool of
Associating Genes with Gene Ontology Codes," Second European Workshop on Data
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Machine Learning (ECML) and the 8th European Conference on Principles and Practice of
Knowledge Discovery in Databases (PKDD). Pisa, Italy. September 24, 2004. NRC 48050. (7
pages)
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Knowledge discovery in Hepatitis C Virus transgenic mice, presented at the IEA-AIE 2004
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25) Famili, A., Liu, Z., Ouyang J., Walker P.R., Smith B., O’connor, M., and Lenferink A., Data
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Genomics and Proteomics, 2004, NRC 47142. (9 pages)



